Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.007 Å; R factor = 0.062; wR factor = 0.144; data-to-parameter ratio = 8.0.
Experimental
Crystal data 
Data collection
Rigaku Saturn CCD area-detector diffractometer 33298 measured reflections 7700 independent reflections 6293 reflections with I > 2(I) R int = 0.075 Refinement R[F 2 > 2(F 2 )] = 0.062 wR(F 2 ) = 0.144 S = 1.09 7700 reflections 966 parameters 3 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.34 e Å À3 Á min = À0.29 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (7) Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 1; (ii) Àx þ 1; y þ 1 2 ; Àz þ 1; (iii) x; y; z þ 1; (iv) x; y; z À 1.
Data collection: CrystalClear (Rigaku/MSC, 2005); cell refinement: CrystalClear; data reduction: CrystalStructure (Rigaku/MSC, 2005); program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure and atom-labeling scheme of (I). 
Figures

Data collection
Rigaku Saturn CCD area-detector diffractometer 6293 reflections with I > 2σ(I) (5) 150 (4) N4-H4C···O2 ii 0.85 (5) 2.44 (5) 3.245 (5) 159 (5) N6-H6···O14 iii 0.96 (5) 2.30 (5) 3.196 (5) 154 (4) N8-H8···O10 iv 0.92 (3) 2.08 (4) 2.936 (5) 155 (7) Symmetry codes: (i) −x+1, y−1/2, −z+1; (ii) −x+1, y+1/2, −z+1; (iii) x, y, z+1; (iv) x, y, z−1.
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